Bioinformatics Workshop #3
Single Cell RNA-seq Data Analysis

Tuesday, January 31 and Tuesday, February 7, 2023
UCI ISEB Building, Room 1010
9:00 a.m. to 4:15 p.m.

This workshop will cover the pipeline and computational strategies for analysis of single cell/nucleus
RNA-seq. The topics will include quality control, preprocessing, dimension reduction, unsupervised
clustering, and data integration. There will be a hands-on session with an illustrative data set
provided. Advanced topics such as RNA velocity and inference of intercellular interactions will be
discussed as time permits.

Instructors
8:30-9:00 a.m. Light Continental Breakfast
9:00 - 9:05 a.m. Opening Remarks/Introduction

9:05-10:20 a.m. Introduction to scRNA Sequencing,
Experimental Design and Analysis Workflow Jenny Wu, PhD

10:20 - 10:40 a.m. Break

10:40 a.m. —12:00 p.m.  Accessing Analytical Tools on HPC3 and
10x Cloud for scRNAseq Data Primary Processing Ivan Chang, PhD

12:00 - 1:00 p.m. Lunch (provided)
1:00 - 2:15 p.m. scRNA Data Analysis Strategies for QC, Jenny Wu, PhD
Dimension Reduction, Clustering, and Data

Integration

2:15-2:30 p.m. Break

2:30-4:00 p.m. Hands on Session Using Seurat on HPC3 Ivan Chang, PhD
Jenny Wu, PhD

4:00-4:15 Workshop Survey




